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(i) APPLICANT: Nan, Guo-Ling 
Nagai, Chifumi 
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(iii) NUMBER OF SEQUENCES: 6 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Medlen & Carroll, LLP 

(B) STREET: 220 Montgomery Street, Suite 2200 
(O CITY: San Francisco 

(D) STATE : California 

(E) COUNTRY: United States of America 

(F) ZIP: 94104 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC -DOS /MS -DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.30 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US 09/078 , 862 

(B) FILING DATE: 14-MAY-1998 

(C) CLASSIFICATION: 

(viii) ATTORNEY/ AGENT INFORMATION: 
(A) NAME: Carroll, Peter G. 
\B) REGISTRATION NUMBER: 32,83 7 
(C) REFERENCE /DOCKET NUMBER: UH-03 321 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: (415) 705-8410 

(B) TELEFAX: (415) 397-8338 

(2) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 214 5 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 

i 

AGATCTACAA TTATCGCAAC GTGTTACACA TTTTGTGCTA CAATATACCT TCACCATTTT 6 0 

GTGTATATAT AAAGGTTGCA TCTCTTCAAA CAAAAATCAC T C CATC AC AA CACAATGTCT 12 0 

TCTTCTTCTT CTATTACTAC TACTCTTCCT TTATGC AC C A ACAAATCCCT CTCTTCTTCO 180 
TTCACCACCA CCAACTCATC CTTGTTATCA AAACCCTCTC AACTTTTCCT CCACGGAAGG 
CGTAATCAAA GTTTCAAGGT TTCATGCAAC GCAAACAACG TTGACAAAAA CCCTGACGCT 

-60- 



BNSDOCID: <WO 9956644A1J_> 



240 
300 



WO 99/58644 



PCT/US99/10576 



GTTGATAGAC GAAACGTTCT TTTAGGGTTA GGAGGTCTTT ATGGTGCAGC TAATCTTGCA 360 

CCATTAGCGA CTGCTGCACC TATACCACCT CCTGATCTCA AGTCTTGTGG TACTGCCCAT 420 

GTAAAAGAAG G TGTTG ATGT AATATACAGT TGTTGCCCTC CTGTACCCGA TG AT AT CG AT 480 

AGTGTTCCGT ACTACAAGTT CCCTTCTATG ACTAAACTCC GCATCCGCCC CCCTGCTCAT 540 

GCGGCGGATG AGGAGTACGT AGCCAAGTAT CAATTGGCTA CGAGTCGAAT GAGGGAACTT 600 
G ATAAAG AC C CCTTTGACCC TCTTGGCTTT AAACAACAAG CTAATATTCA TTGTG CTT AT 6 60 

TGCAACGGTG CTTACAAAGT TGGTGGCAAA GAATTGCAAG TTCATTTCTC GTGGCTTTTC 720 
TTTCCCTTTC ATAGATGGTA CTTGTACTTT TACGAAAGAA TTTTGGGATC ACTTATTAAT 780 
GATCCAACTT •TTGCTTTACC TTACTGGAAT TGGGATCATC CAAAAGGCAT GCGTATACCT 84 0 

CCCATGTTTG ATCGTGAGGG ATCATCTCTT TACGATGAGA AACGTAACCA AAATCATCGC 900 
AATGGAACTA TTATTGATCT TGGTCATTTT GGTAAGGAAG TTGACACACC TCAGCTACAG 96 0 

ATAATGACTA ATAATTTAAC CCTAATGTAC CGTCAAATG G TTACTAATGC TCCTTGCCCT 102 0 

TCCCAATTCT TCGGTGCTGC TTACCTCTGG GTTCTGAACC CAAGTCCGGG T C AGGGT ACT 1080 

ATTGAAAACA TCCCTCATAC TCCGGTTCAC ATCTGGACCG GTGACAAACC TCGTCAAAAA 114 0 

AACGGTGAAG ACATGGGTAA TTTCTACTCA GCCGGTTTAG ATCCGATTTT TTACTGCCAC 12 00 

C ATG C C AATG TGGACAGGAT GTGGAATGAA TGGAAATTAA TTGGCGGGAA AAGAAGGGAT 12 6 0 

TTAACAGATA AAGATTGGTT GAACTCTGAA TTCTTTTTCT ACGATGAAAA TCGTAACCCT 132 0 

TACCGTGTGA AAGTCCGTGA TGTTTTGGAC AGTAAAAAAA TGGGATTCGA TTACGCGCCA 13 8 0 

ATGCCCACTC CATGGCGTAA TTTTAAACCA ATCAGAAAGT CATCATCAGG AAAAGTGAAT 144 0 

ACAGCGTCAA TTGCACCAGT TAGCAAGGTG TTCCCATTGG CGAAGCTGGA CCGTGCGATT 15 00 

TCGTTCTCTA TCACGCGGCC AGCCTCGTCA AGGACAACAC AAGAGAAAAA TGAGCAGGAG 156 0 

GAGATTCTGA CATTCAATAA AATATCGTAT GATGATAGGA ACTATGTAAG GTTCGATGTG 162 0 

TTTCTGAACG TGGACAAGAC TGTGAATGCA GATGAGCTTG ATAAGGCGGA GTTTGCAGGG 16 8 0 

AGTTATACTA GCTTGCCGCA TGTTCATGGA AGTAATACTA AT C ATGTT AC CAGTGTTACT 174 0 

TTCAAGCTGG CGATAACTGA ACTGTTGGAG GATATTGGAT TGGAAGATGA AGATACTATC 18 00 

GCGGTGACTT TAATTCCAAA AGCTGGCGGT GAAGGTGTAT CCATTGAAAG TGTGGAGATC 186 0 
AAGCTTGAGG ATTGTTAAAG TCTGCA'rGAG TTGGTGGCTA TGGAGCCAAA TTTATGTTTA 192 0 

ATTAGTATAA TTATGTGTGG TTTGAGTTAT GTTTTATGTT AAAATGTATC AGCTCGATCG 198 0 

ATAGCTGATT GCTAGTTGTG TTAATGCTAT GTATGAAATA AATAAATGGT TGTCTTCCAT 204 0 

TCAGTTTATC ATTTTTTGTC ATTCTAATTA ACGGTTAACT TTTTTTTCTA CTATTTATAC 2100 
GAAGCTACTA TACTATGTAT ATCATTTGGA AAATTATATA TTATT 214 5 
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(2) INFORMATION FOR SEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 50 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: -single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 



GAATTCCGGC 


GTGGGCGCTG 


GGCTAGTGCT 


CCCGCAGCGA 


GCGATCTGAG 


AGAACGGTAG 


60 


AGTTCCGGCC 


GGGCGCGCGG 


GAGAGGAGGA 


GGGTCGGGCG 


GGGAGGATCC 


GATGGCCGGG 


120 


AACGAGTGGA TCAATGGGTA 


CCTGGAGGCG 


ATCCTCGACA 


GCCACACCTC 


GTCGCGGGGT 


180 


GCCGGCGGCG 


GCGGCGGCGG 


GGGGGACCCC 


AGGTCGCCGA 


CGAAGGCGGC 


GAGCCCCCGC 


240 


GGCGCGCACA 


TGAACTTCAA 


CCCCTCGCAC 


TACTTCGTCG 


AGGAGGTGGT 


CAAGGGCGTC 


300 


GACGAGAGCG 


ACCTCCACCG 


G ACGTGG AT C 


AAGGTCGTCG 


CCACCCGCAA 


CGCCCGCGAG 


360 


CGCAGCACCA 


GGCTCGAGAA 


CATGTGCTGG 


CGGATCTGGC 


ACCTCGCGCG 


CAAGAAGAAG 


420 


CAGCTGGAGC 


TGGAGGGCAT 


CCAGAGAATC 


TCGGCAAGAA 


GGAAGGAACA 


GGAGCAGGTG 


480 


CGTCGTGAGG 


CGACGGAGGA 


CCTGGCCGAG 


GATCTGTCAG 


AAGGCGAGAA 


GGGAGACACC 


540 


ATCGGCGAGC 


TTGCGCCGGT 


TGAGACGACC 


AAGAAGAAGT 


TCCAGAGGAA 


CTTCTCTGAC 


600 


CTTACCGTCT 


GGTCTGACGA 


CAATAAGGAG 


AAGAAGCTTT 


ACATTGTGCT 


CATCAG CGTG 


660 


CATGGTCTTG 


TTCGTGGAGA 


AAACATGGAA 


CTAGGTCGTG 


ATTCTGATAC 


AGGTGGC CAG 


720 


GTGAAATATG 


TGGTCGAACT 


TGCAAGAGCG 


ATGTCAATGA 


TGCCTGGAGT 


GTACAGGGTG 


780 


G AC CTCTTC A 


CTCGTCAAGT 


GTCATCTCCT 


GACGTGGACT 


GGAGCTACGG 


TGAGCCAACC 


84 0 


GAGATGTTAT 


GCGCCGGTTC 


CAATGATGGA 


GAGGGGATGG 


GTGAGAGTGG 


CGGAGCCTAC 


900 


ATTGTGCGCA 


TACCGTGTGG 


GCCGCGGGAT 


AAATACCTCA 


AGAAGGAAGC 


GTTGTGGCCT 


960 


TACCTCCAAG 


AGTTTGTCGA 


TGGAGCCCTT 


GCGCATATCC 


TGAACATGTC 


CAAGGCTCTG 


1020 


GGAGAGCAGG 


TTGGAAATGG 


GAGGCCAGTA 


CTGCCTTACG 


TGATACATGG 


GC ACTATGCC , 


1080 


GATGCTGGAG 


ATGTTGCTGC 


TCTCCTTTCT 


GGTGCGCTGA 


ATGTGC CAAT 


GGTGCTCACT 


1140 


GGCCACTCAC 


TTGGGAGGAA 


CAAGCTGGAA 


CAACTGCTGA 


AGCAAGGGCG 


CATGTCCAAG 


1200 


GAGGAGATCG 


ATTCGACATA 


CAAGATCATG 


AGGCGTATCG 


AGGGTGAGGA 


GCTGGCCCTG 


1260 


GATGCGTCAG 


AGCTTGTAAT 


CACGAGCACA 


AGGCAGGAGA 


TTGATGAGCA 


GTGGGGATTG 


1320 


TACGATGGAT 


TTGATGTCAA 


GCTTGAGAAA 


GTGCTGAGGG 


CACGGGCGAG 


GCGCGGGGTT 


1380 


AGCTGCCATG 


GTCGTTACAT 


GCCTAGGATG 


GTGGTGATTC 


CTCCGGGAAT 


GGATTTCAGC 


1440 


AATGTTGTAG 


TTCATGAAGA 


CATTGATGGG 


GATGGTGACG 


TCAAAGATGA 


TATCGTTGGT 


1500 
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TTGGAGGGTG CCTCACCCAA GTCAATGCCC CCAATTTGGG CCGAAGTGAT GCGGTTCCTG 156 0 

ACCAACCCTC ACAAGCCGAT GATCCTGGCG TTATCAAGAC CAGACCCGAA GAAGAACATC 162 0 

ACTACCCTCG TCAAAGCGTT TGGAGAGTGT CGTCCACTCA GGGAACTTGC AAAC CTTACT 16 8 0 

CTGATCATGG GTAACAGAGA TGACATCGAC GACATGTCTG CTGGCAATGC CAGTGTCCTC 174 0 

ACCACAGTTC TGAAGCTGAT TGACAAGTAT GATCTGTACG GAAGCGTGGC GTTCCCTAAG 18 0 0 

CATCACAATC AGGCTGACGT CCCGGAGATC TATCGCCTCG CGGCCAAAAT GAAGGGCGTC 186 0 

TTCATCAACC CTGCTCTCGT TGAGCCGTTT GGTCTCACCC TGATCGAGGC TGCGGCACAC 192 0 

GGACTCCCGA TAGTCG CTAC CAAGAATGGT GGTCCGGTCG ACATTACAAA TGCATTAAAC 198 0 

AACGGACTGC »TCGTTGACCC ACACGACCAG AACGCCATCG CTGATGCACT GCTGAAGCTT 204 0 

GTGGCAGACA AGAACCTGTG GCAGGAATGC CGGAGAAACG GGCTGCGCAA CATCCACCTC 2100 

TACTCATGGC CGGAGCACTG CCGCACTTAC CTCACCAGGG TGGCCGGGTG CCGGTTAAGG 216 0 

AACCCGAGGT GGCTGAAGGA CACACCAGCA GATGCCGGAG CCGATGAGGA GGAGTTCCTG 222 0 

GAGGATTCCA TGGACGCTCA GGACCTGTCA CTC CGTCTGT CCATCGACGG TGAGAAGAGC 228 0 

TCGCTGAACA CTAACGATCC ACTGTGGTTC GACCCCCAGG ATCAAGTGCA GAAGATCATG 234 0 

AACAAC AT CA AG C AGTCGTC AGCGCTTCCT CCGTCCATGT CCTCAGTCGC AGCCGAGGGC 2400 

AC AGGC AG C A CCATGAACAA ATACCCACTC CTGCGCCGGC GCCGGCGCTT GTTCGTCATA 24 6 0 

GCTGTGGACT GCTACCAGGA CGATGGCCGT GCTAGCAAGA AGATGCTGCA GGTGATCCAG 2 52 0 

GAAGTTTTCA GAGCAGTCCG ATCGGACTCC CAGATGTTCA AGATCTCAGG GTTCACGCTG 2 58 0 

TCGACTGCCA TGCCGTTGTC CGAGACACTC CAGCTTCTGC AGCTCGGCAA GATCCCAGCG 264 0 

ACCGACTTCG ACGCCCTCAT CTGTGGCAGC GGCAGCGAGG TGTACTATCC TGGCACGGCG 2 7 00 

AACTGCATGG ACGCTGAAGG AAAGCTGCGC CCAGATCAGG ACTATCTGAT GCACATCAGC 2 76 0 

CACCGCTGGT CCCATGACGG CGCGAGGCAG ACCATAGCGA AGCTCATGGG CGCTCAGGAC 2 82 0 

GGTTCAGGCG ACGCTGTCGA GCAGGACGTG GCGTCCAGTA ATGCACACTG TGTCGCGTTC 28 8 0 

CTCATCAAAG ACCCCCAAAA GGTGAAAACG GTCGATGAGA TGAGGGAGCG GCTGAGGATG 2 94 0 

CGTGGTCTCC GCTGCCACAT CATGTACTGC AGGAACTCGA CAAGGCTTCA GGTTGTCCCT 3000 

CTGCTAGCAT CAAGGTCACA GGCACTCAGG TATCTTTCCG TGCGCTGGGG CGTATCTGTG 3 06 0 

GGGAACATGT ATCTGATCAC CGGGGAACAT GGCGACACCG ATCTAGAGGA GATGCTATCC 312 0 

GGGCTACACA AGACCGTGAT CGTCCGTGGC GTCACCGAGA AGGGTTCGGA AGCACTGGTG 3180 

AGGAG CCC AG GAAGCTACAA GAGGGACGAT GTCGTCCCGT CTGAGACCCC CTTGGCTGCG 324 0 

TACACGACTG GTGAGCTGAA GGCCGACGAG ATCATGCGGG CTCTGAAGCA AGTCTCCAAG 3 3 00 

ACTTCCAGCG GCATGTGAAT TTGATGCTTC TTTTACATTT TGTCCTTTTC TTCACTGCTA 33 6 0 
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TATAAAATAA GTTGTGAACA GTACCGCGGG TGTGTATATA TATATTGCAG TGACAAATAA 34 20 

AACAGGACAC TGCTAACTAT ACTGGTGAAT ATACGACTGT CAAGATTGTA TGCTAAGTAC 34 8 0 

TCCATTTCTC AATGTATCAA TCGGAATTC 3 50 9 
(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 
(A) DESCRIPTION: /desc = " DNA" 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 

AATTCGGCAC GAG , 13 



(2) INFORMATION FOR SEQ ID NO : 4 : 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: other nucleic acid 
(A) DESCRIPTION: /desc = "DNA" 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 : 

CTCGTGCCG 9 

(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 623 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double i 

(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: other nucleic acid 
(A) DESCRIPTION: /desc = "DNA" 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 



i 



TATATACATA 


CCCCCCCCTC 


TCCTCCCATC 


CCCCCAACCC 


TACCACCACC 


ACCACCACCA 

i 


60 


CCTCCTCCCC 


CCTCGCTGCC 


GGACGACGAG 


CTCCTCCCCC 


CTCCCCCTCC 


GCCGCCGCCG 


120 


GTAACCACCC 


CGCGTCCCTC 


TCCTCTTTCT 


TTCTCCGTTT 




TCTCGTCTCG 


180 


ATCTTTGGCC 


TTGGTAGTTT 


GGGGGCGAGA 


GGCGGCTTCG 


TCGCCCAGAT 


CGGTGCGCGG 


240 


GAGGGGCGGG 


ATCTCGCGGC 


TGGGTCTCGG 


CGTGCGGCCG 


GATCCTCGCG 


GGGAATGGGG 


300 


CTCTCGGATG 


TAGATCTGAT 


CCGCCGTTGT 


TGGGGGAGAT 


GATGGGGCGT 


TTAAAATTTC 


360 


GCCATGCTAA 


ACAAGATCAG 


GAAGAGGGGA 


AAAGGGCACT 


ATGGTTTATA 


TTTTTATATA 


420 
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TTTCTGCTGC TGCTCGTCAG GCTTAGATGT GCTAGATCTT TCTTTCTTCT TTTTGTGGGT 



480 



AGAATTTGAA TCCCTCAGCA TTGTTCATCG GTAG TTTTTC TTTTCATGAT TTGTGACAAA 



540 



TGCAGCCTCG TGCGGAGCTT TTTTGTAGGT AGAAGATGGC TGACGCCGAG GATGGGGGAT 



600 



CCCCGGGTGG TCAGTCCCTT ATG 



623 



(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 

Met Ala Asp Ala Glu Asp Gly Gly Ser Pro Gly Gly Gin Ser Phe Met 
1 5 10 * 15 



-65- 



BNSDOCIO: <WO. 



_9958644A1_I_> 



I 



WO 99/58644 PCT/US99/II 0576 

CLAIMS 

1 . A stably transformed transgenic pineapple- like totipotent body. 

2. The stably transformed transgenic pineapple-like totipotent body of Claim 1, wherein 
said totipotent body is a protocorm-like body. 

3. The stably transformed transgenic pineapple-like totipotent body of Claim 1, wherein 
said totipotent body is a callus. 

4. The stably transformed transgenic pineapple-like totipotent body of Claim 1, wherein 
said totipotent body comprises undifferentiated cells. 

5. The stably transformed transgenic pineapple-like totipotent body of Claim 1, wherein 
said totipotent body is a pineapple totipotent body. 

6. A stably transformed transgenic pineapple-like plant. 

7. The stably transformed transgenic pineapple-like plant of Claim 6, wherein said plant 
is derived from a transgenic pineapple-like totipotent body. 

8. The stably transformed transgenic pineapple-like plant of Claim 7, wherein said 
totipotent body is a protocorm-like body. 

9. The stably transformed transgenic pineapple-like plant of Claim 7, wherein said 
totipotent body is a callus. 

10. The stably transformed transgenic pineapple-like plant of Claim 6, wherein said plant 
is a pineapple plant. 
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11. A method for producing a stably transformed transgenic pineapple-like totipotent body, 
comprising: 

a) providing: 

i) a pineapple-like totipotent body; and 

ii) a heterologous nucleic acid comprising an oligonucleotide sequence of 

interest; and 

b) introducing said oligonucleotide sequence of interest into said pineapple-like 
totipotent body under conditions such that a stably transformed transgenic pineapple-like 
totipotent body is produced. 

12. The method of Claim 1 1, wherein said pineapple-like totipotent body is a callus. 

13. The method of Claim IK wherein said pineapple-like totipotent body is a protocorm- 
like body. 

14. The method of Claim 11, further comprising c) selecting said transgenic pineapple-like 
totipotent body. 

15. The method of Claim 14, wherein said selecting is in liquid medium. 

16. The method of Claim 14, wherein said selecting comprises detecting said 
oligonucleotide in the genome of said stable transformed pineapple-like totipotent body. 

17. The method of Claim 11, wherein said pineapple-like totipotent body is a pineapple 
totipotent body. 

18. The method of Claim 1 1, wherein said oligonucleotide is introduced by bombarding 
said pineapple-like totipotent body with said oligonucleotide sequence of interest. 

19. The method of Claim 11, wherein said oligonucleotide is introduced by infecting said 
pineapple-like totipotent body with Agrobacterium comprising said oligonucleotide sequence 
of interest. 
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20. The method of Claim 19, wherein said infecting comprises microwounding said 
pineapple-like totipotent body to produce a microwounded totipotent body, and infecting said 
microwounded totipotent body with said Agrobacterium. 

21. The method of Claim 19, wherein said Agrobacterium is agropine-type. 

22. The method of Claim 19, wherein said Agrobacterium is nopaline-type. 

23. The method of Claim 19 ? wherein said Agrobacterium is octopine-type. 

24. A method for producing a stably transformed transgenic pineapple-like plant, 
comprising: 

a) providing: 

i) a pineapple-like totipotent body; and 

ii) a heterologous nucleic acid comprising an oligonucleotide sequence of 

interest; 

b) introducing said oligonucleotide sequence of interest into said pineapple-like 
totipotent body under conditions such that a transgenic pineapple-like totipotent body is 
produced; and 

c) culturing said transgenic pineapple-like totipotent body under conditions such 
that a stably transformed transgenic pineapple-like plant is produced. 

25. The method of claim 24, wherein said oligonucleotide is introduced by bombarding 
said pineapple-like totipotent body with said oligonucleotide sequence of interest. 

26. The method of Claim 24, wherein said oligonucleotide is introduced by infecting said 
pineapple-like totipotent body with Agrobacterium comprising said oligonucleotide sequence 
of interest. 

27. The method of Claim 24, further comprising prior to step c) selecting said stably 
transformed transgenic pineapple-like totipotent body. 

28. The method of Claim 27, wherein said selecting is in liquid medium. , 
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29. The method of Claim 27, wherein said selecting comprises detecting said 
oligonucleotide in the genome of said stably transformed transgenic pineapple-like totipotent 
body. 

30. The method of Claim 24, wherein said pineapple-like plant is a pineapple plant. 

3 1 . The method of Claim 24, wherein said sequence of interest is selected from the group 
consisting of oligonucleotides encoding sucrose phosphate synthase, CpTi, thaumatin, and 
ACC deaminase. 

32. The method of Claim 24, wherein said sequence of interest is selected from the group 
consisting of antisense polyphenol oxidase and ACC oxidase. 

33. A method for producing a pineapple-like protocorm-like body comprising maintaining 
said pineapple-like protocorm-like body in liquid medium. 

34. The method of Claim 33, wherein said liquid medium substantially comprises PI 
medium. 

35. The method of Claim 33, wherein said pineapple-like protocorm-like body is a 
pineapple protocorm-like body. 
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Figure 1 
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TATA Bo x 41 
-41 TA 7VACA r^CCCCCCCCrCIXTCrCCCA TCCCCCCAACCCT ACCACCACCACCACCACCACCTCCT 

SJC I Rst EI I 

2 6 COCC CCTCGCTGCCCX^CGA CGAGCTC CTCCCCCCTCCCCCTCXX^CCGCCGC CG /q t aacc acccgj 

92 cgt.ccctct,cctcttt.ctctctccgttttt:tClic:t:ccgtctcgt:ct:cgatctttggccttggtDO-- 

159 tgggggcgagaggcggcctcgtLcgcccagatcggtLgcgcgggaggggcgggacctcgcggcUggyV.c 

Ba/nHI flglll 
226 ccqqcqtgcqqc cqq^fccc tcgcgggqaatqgqgctctcqqatqt fiqacct qatccqccqttqtcriq 

293 gggagatgatggggcgtttaaaatttc^ccacgct aaacaagatcaggaagaggggaaangsgcoce 

Bg-IIX 

360 atggtttatatttctGtacatititccgctgctgctcgt:caggctt.agatgtgctaaaictt:cctttcr 
427 tcctut:t:gtgggt.agaatt:tgaat:cccticagcattgtc.catcggtagtt:t:t:(ict:t:tccatgatctg^ 



494 gacaaatgcagcctcgtgcggagcctttttgtag/ GTAGAAG ATG GCT GAC GCC GAG GAT 
- Met Ala Aap Ala GIu Aac 

$ma Bam HI SlS 1 ■ 

561 T GGG GGA TOC CCG GGT GGT CAG TCC CTT ATG 
Gly Gly Ser Pro Gly Gly Gin Ser Phe Met 
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Figure 5 
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Figure 6 
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Figure 13 



I agatciacaa ttatcngcaa cgtgttacac atlttgtgcl acaatatacc Ucaccattt 
6 1 tgigtaiata taaaggttgc atctcttcaa acaaaaatca ctccalcaca acacaatglc 
121 ttcttctlct tctattacta ctactcttcc tltatgcacc aacaaalccc tctcttcttc 
1 8 I cttcaccacc accaactcal ccttgttatc aaaaccctct caacttttcc tccacggaag 
24 1 gcgiaatcaa agtttcaagg tttcatgcaa cgcaaacaac gttgacaaaa accctgacgc 
301 tgttgataga cgaaacgttc ttttagggtt aggaggtctt tatggtgcag ctaatcttgc 
361 accattagcg actgctgcac ctataccacc tcctgatctc aagtcttgtg gtactgccca 
421 tgtaaaagaa ggtgttgatg taatatacag ttgttgccct cctgtacccg atgatatcga 
481 tagtgttccg tactacaagt tcccttctat gactaaactc cgcatccgcc cccctgctca 
54 1 tgcggcggat gaggagtacg tagccaagta tcaattggct acgagtcgaa tgagggaact 
601 tgataaagac ccctttgacc ctcttggctt taaacaacaa gctaatattc attgtgctta 
66 1 ttgcaacggt gcttacaaag ttggtggcaa agaattgcaa gttcatttct cgtggctttt 
72 1 ctttcccttt catagatggt acttgtactt ttacgaaaga attttgggat cacttattaa 
781 tgatccaact tttgctttac cttactggaa ttgggatcat ccaaaaggca tgcgtatacc 
84 1 tcccatgttt gatcgtgagg gatcatctct ttacgatgag aaacgtaacc aaaatcatcg 
90 1 caatggaact attattgatc ttggtcattt tggtaaggaa gttgacacac ctcagctaca 
96 1 gataatgact aataatttaa ccctaatgta ccgtcaaatg gttactaatg ctccttgccc 
1021 ttcccaattc ttcggtgctg cttacctctg ggttctgaac ccaagtccgg gtcagggtac 
1 08 1 tattgaaaac atccctcata ctccggttca catctggacc ggtgacaaac ctcgtcaaaa 
1141 aaacggtgaa gacatgggta atttctactc agccggttta gatccgattt tttactgcca 
1201 ccatgccaat gtggacagga tgtggaatga atggaaatta attggcggga aaagaaggga 
1261 tttaacagat aaagattggt tgaactctga attctttttc tacgatgaaa atcgtaaccc 
1321 ttaccgtgtg aaagtccgtg atgttttgga cagtaaaaaa atgggattcg attacgcgcc 
1381 aatgcccact ccatggcgta attttaaacc aatcagaaag tcatcatcag gaaaagtgaa 
1 44 1 tacagcgtca attgcaccag ttagcaaggt gttcccattg gcgaagctgg accgtgcgat 
1501 ttcgttctct atcacgcggc cagcctcgtc aaggacaaca caagagaaaa atgagcagga 
1561 ggagattctg acattcaata aaatatcgta tgatgatagg aactatgtaa ggttcgatgt 
1621 gtttctgaac gtggacaaga ctgtgaatgc agatgagctt gataaggcgg agtttgcagg - 
1681 gagttatact agcttgccgc atgttcatgg aagtaatact aatcatgtta ccagtgttac 
1741 tucaagctg gcgataaclg aactgttgga ggatattgga ttggaagatg aagatactat 
1801 cgcggtgact ttaattccaa aagctggcgg tgaaggtgta tccattgaaa gtgtggagat 
1861 caagcttgag gattgttaaa gtctgcatga gttggtggct atggagccaa atttatgttt 
1921 aattagtata attatgtgtg gtttgagtta tgttttatgt taaaatgtat cagctcgatc 
1981 gatagctgat tgctagttgt gttaatgcta tgtatgaaat aaataaatgg ttgtcttcca 
2041 ticagtttat cattttttgt cattctaatt aacggttaac ttttttttct actatttata 
2101 cgaagctact atactatgta tatcatttgg aaaattatat attatt 
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Figure 14 

1 gaaucegge gtgggcgctg ggclaglgct cccgcagcga gcgatctgag agaaegglag 
6 1 agticcggcc gggegegegg gagaggagga ggglcgggcg gggaggatcc gatggccggg 
1 2 1 aacgagtgga tcaatgggta eclggaggeg atcctcgaca gccacacctc gtcgeggggi 
I 8 1 gccggcggcg geggeggegg gggggacccc aggtegcega egaaggegge gagcccccgc 
24 I ggcgcgcaca tgaacttcaa cccctcgcac tacttegteg aggaggtggt caagggegtc 
301 gaegagageg acctccaccg gacgtggatc aaggtegteg ccacccgcaa cgcccgcgag 
361 cgcagcacca ggctcgagaa catgtgctgg eggatctgge acctcgcgcg caagaagaag 
42 1 cagctggagc tggagggcat ccagagaatc teggcaagaa ggaaggaaca ggagcaggtg 
481 cgtcgtgagg egaeggagga cctggccgag gatctgtcag aaggcgagaa gggagacacc 
54 1 ateggegage ttgcgccggt tgagacgacc aagaagaagt tccagaggaa cttctctgac 
60 1 cttaccgtct ggtctgacga caataaggag aagaagcttt acattgtgct catcagegtg 
66 1 catggtcttg ttcgtggaga aaacatggaa etaggtegtg attctgatac aggtggccag 
72 1 gtgaaatatg tggtcgaact tgcaagagcg atgtcaatga tgcctggagt gtacagggtg 
78 1 gacctcttca ctegtcaagt gtcatctcct gacgtggact ggagctaegg tgagccaacc 
841 gagatgttat gcgccggttc caatgatgga gaggggatgg gtgagagtgg cggagcctac 
901 attgtgcgca taccgtgtgg gecgegggat aaatacctca agaaggaagc gttgtggcct 
96 1 tacctccaag agtttgtcga tggagecett gcgcatatcc tgaacatgtc caaggctctg 
1 02 1 ggagagcagg ttggaaatgg gaggecagta ctgccttacg tgatacatgg gcactatgcc 
1081 gatgetggag atgttgctgc tctcctttct ggtgcgctga atgtgccaat ggtgctcact 
1141 ggccactcac ttgggaggaa caagctggaa caactgetga ageaagggeg catgtccaag 
1 20 1 gaggagatcg attcgacata caagatcatg aggegtateg agggtgagga gctggccctg 
1261 gatgegtcag agcttgtaat cacgagcaca aggcaggaga ttgatgagca gtggggattg 
1321 tacgatggat ttgatgtcaa gcttgagaaa gtgctgaggg caegggegag gcgcggggtt 
1381 agetgecatg gtcgttacat gectaggatg gtggtgattc etcegggaat ggatttcagc 
1441 aatgttgtag ttcatgaaga cattgatggg gatggtgacg tcaaagatga tatcgttggt 
1 50 1 ttggagggtg cctcacccaa gtcaatgccc ccaatttggg ccgaagtgat gcggttcctg 
1561 accaaccctc acaagecgat gatcctggcg ttatcaagac cagacccgaa gaagaacatc 
1 62 1 actaccctcg teaaagegtt tggagagtgt cgtccactca gggaacttgc aaaccttacl 
1681 ctgatcatgg gtaacagaga tgacatcgac gacatgtclg ctggcaatgc cagtglcctc 
1 74 1 accacagttc tgaagctgat tgacaagtat gatctgtacg gaagcgtggc gttccctaag 
1 80 1 caicacahtc aggctgacgl cccggagatc tatcgcctcg eggecaaaal gaagggcgtc 
1861 Ucatcaacc ctgctctcgt tgagccgttt ggtctcaccc tgatcgaggc tgcggcacac 
1921 ggactcccga tagtegctae caagaatggt ggtceggteg acattacaaa tgcattaaac 
1981 aacggactgc tcgttgaccc acacgaccag aacgccatcg ctgatgeact gctgaagctt 
204 1 gtggcagaca agaacct-gtg geaggaatge eggagaaacg ggctgcgcaa catccacctc 
2101 tactcatggc eggagcactg ccgcacttac ctcaccaggg tggccgggtg cegguaagg 
2161 aacccgaggt ggctgaagga cacaccagca gatgeeggag ccgatgagga ggagttcctg 
2221 gaggaucca tggaegctea ggacctgtca ctccgtctgt ccatcgacgg tgagaagagc 
228 1 tegctgaaca ctaacgalcc actgtggttc gacccccagg ateaagtgea gaagatcalg 
234 1 aacaacatca agcaglcglc agcgcttcct ccgtccatgt cctcagtcgc agecgaggge 
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Figure 14 (Contd.) 



acaggcagca ccatgaaca;i aincccactc cigcgccggc gccggcgctt gltcglcala 
gctgtggact gctaccagga cgalggccgl gctagcaaga agatgclgca ggtgalccag 
gaagttttca gagcaglccg alcggaclcc cagatgltca agatctcagg gttcacgctg 
tcgactgcca tgccgttglc cgagacaclc cagcltctgc agclcggcaa gatcccagcg 
accgacttcg acgccctcal ctgtggcagc ggcagegagg tgtactatcc tggcacggcg 
aactgeatgg aegctgaagg aaagctgege ccagatcagg actatctgat gcacatcagc 
caccgctggt cccatgacgg cgcgaggcag accatagega agctcatggg cgctcaggac 
ggttcaggcg aegctgtega geaggaegtg gcgtccagta atgcacactg tgtcgcgttc 
ctcatcaaag acccccaaaa ggtgaaaacg gtcgatgaga tgagggagcg gctgaggatg 
cgtggtctcc gctgccacat catgtactgc aggaactcga caaggcttca ggttgtccct 
ctgetagcat caaggtcaca ggcactcagg tatctttccg tgcgctgggg cgtatctgtg 
gggaacatgt atctgatcac eggggaacat ggcgacaccg atctagagga gatgetatec 
gggctacaca agacegtgat cgtccgtggc gtcaccgaga agggttcgga agcactggtg 
aggageccag gaagctacaa gagggacgat gtcgtcccgt ctgagacccc cttggctgcg 
tacacgactg gtgagctgaa ggecgacgag ateatgeggg ctctgaagca aglctccaag 
acttccagcg gcatgtgaat ttgatgette ttttacattt tgtccttttc ttcactgeta 
tataaaataa gttgtgaaca gtaccgcggg tgtgtatata tatattgeag tgacaaataa 
aacaggacac tgctaactat actggtgaat atacgactgt caagattgta tgetaagtae 
tccatttctc aatgtatcaa teggaatte 
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